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# O HFENEEARMBENESAIBELLIEGRZOMESHER]
£18BH 1 A158 (A) /Day1 (Nov. 15, Mon.)
BXEt v 3> [ Japanese session

9:25~9:30
FEEOF 322 BABHBSHKBRFESER

9:30~10:45
ER RI§ RREB

L1 W PERNTTE AL S 2 D ST IE O 5 BEVMERR RN R K 2 BT
Structural studies of transient structures using PRE
O=§& ML, &5 ¥, Ok &, 8 8ok, = 590 (e, *mER%kh
T )

L2 45kDa 7’117 A > % —¥ VRKI ® NMR # ST
NMR structural analysis of 45 kDa protein kinase, VRK1
OMfke mik !, /& A2, Bl JIE®, #51L %2 ", Ho Sup Yoon®, AJII FERI"® (" EHFA
Moy F o AT NEAME, PRRIETTR » BEf T/ AT A, 0 KB AR, ROK - BB,
PF R TREK SBS, CHILK - BEfaH L)

L3 Deuterium-decoupled 3D HCA(N)CO (234 S T2 B AKEBERICI 1T 5 & /X7 EDOSIAR
HETERRAT
Structure determination of proteins in *H,O solution aided by a deuterium-decoupled 3D HCA(N)CO
experiment

O/t B, AKH Mz, fidE &2 deRstmtam)

10:45~11:35
EE ME KE§

L4 R B ISH OH/SH 0 7K 38 A2 i & oD fif A
NMR Hydrogen exchange study of side-chain OH/SH groups in proteins
O®HE /KR!, Chun-Jiun Yang?, JunGoo Jee?, /DMy B3 SEPN %, FEEE FfE V2 ("4 KB
PEHELK, "SAIL TV ) m Y —X)

L5 FESINMRIEIZ L D Lysd8 fi A 2 B F o OERE S &
High-pressure NMR characterizes conformational fluctuation of Lys48-linked diubiquitin
Oduls 52!, Vi &&2 KA HE>, ® B, RK —Z2, IiE B—2>° (mk,
P THIRBEHE, CRRHE G A A, RS AT

11:35~12:05
BABHESABIERS
Meeting of the NMR Society of Japan



12:05~13:05 BE& / Lunch

13:05~14:35
RKRAE—tviay (BEES)

Poster Session (even numbers)

EFRRI—ERRE—RREE

Poster presentations for Young Scientists Poster Awards

14:35~18:00
EFRRS—EOAERRER

Oral presentations for Young Scientists Poster Awards

14:35~15:25

Ex R TR, &R aE

YPI 2 FRIEOT ImA R (Ap42) BEKRICBIT D707 I v OMAEREAMOE R NMR
(& D ARt
Analysis of interaction sites of curcumin with the fibrils of 42-residue amyloid B-protein(Af 42) using
solid-state NMR
OHH #m— ', fh 55", |l Eh ', e !, AT % I 8 (R,
PRURES)

YP2 A NMR ([ & 2 IRE RISV THE S5 SWAP-70 PH R A A > OffEZE ks &
OERE D fiEHT
A Solid-state NMR study of structural alteration and function of the PH domain induced at the membrane
surface
Offim ™%k, JIa A, JURE ), ik BN i BE' (BRSNS R A
FAFZERL, °Natl. Hlth. Res. Inst., Taiwan)

YP3 & A NMR #£3$ & O gauge-including projector augmented-wave(GIPAW)/EIZ L 2 A i EEEA%
S DT & SRS
Structural analysis and refinement of organic aggregation structure by combination of the solid-state NMR
spectroscopy and the gauge-including projector augmented-wave (GIPAW) calculation
Ok A, 2 A GRURIBHT)

YP4 JERRITIE A NMR (2 K D052 7 /37 H ppR-pHull A RO A DA IUCED 5
Tyr174 O JRFTEN IS 18 25 L O A
Analysis of local dynamical and structural change at Tyr174 of photoreceptor protein ppR-pHtrll complex
in relation to the negative phototaxis by in situ photo-irradiated solid-state NMR
ORm MEs ", Aok ke, JUR 1, Fom B, 208 HEKCS, e M, g A

(" BRI E LR R BT LA, 2 A SR R, A R RABE B A e R, AR LR

FIFD)

YP5 °Li MAS NMR (Z & % LiCoO, DHHLHIBNE DT A A AL & A & ik
Li MAS NMR of LiCoO, from a microscopic viewpoint: ion diffusion and spin diffusion
Ofrm &3¢, KB 4, P HuEE ! (RURE, P AARET ()

15:256~16 : 05

EE bt BA. mik R—

YP6 HifE S NMR % 72 b VIR I8 D A

Screening bottled liquids using Earth's Field NMR
O AR, AR R, Sy B (KRB T e R R I IR )



YP7 NQR VUE— bV ITDEMA I 2L — 3
Electromagnetic simulators of NQR remote sensing
O !, SRIE FHR Y, AR I, B A0 (RO FERERE T e AR IR A 58 2E)

YP8  BEAK - BEEEMLEE R NA AT m R ACBT S PC AL m — A ERER O F - kIR
NEET =2~ A =7
Data mining of solid to solution dynamics during *C crystal cellulose degradation in the waste disposal
bioprocess
Offif Aok b2, OhE HEr b2, (L% 0, 594 9= 000 (HlfileEd, * BT PSC, ° BE R ELT,
BT BMEP, ° 4 KFe/ i)

YP9 NAF= R T a7 74 ) 7 OIS I9 > TR OREERITRER
Correlation exploration of pretreatment conditions for application of biomass profiling.
O fams= ', PEF B s, #k #RE°, fatn 7% 2> 0° ("EROT PSC, * BEMF ASI, *#ri Kle/t i,
i KA fu i, O FRF BMEP)

16:05~16:20 {KE& / Break

16:20~17:10

EE e RK. B B

YPI0  N..H..OKFEHEIZBIT D7 v b BERT > v VAR~ O IR RE N O i ]
Application of nuclear magnetic relaxation to elucidation of proton transfer potential of N...H...O type
hydrogen bond
Ofh#y W+, #HE #— ' ((IBHKEE - B

YPIl  PCAFNEET =T L LTHWD U VA E N U T kG O fbTiE o B %
A method developed for analysis of salt bridges mediated by lysine side chains using *C-methyl groups as
probes
ORR#p B— 1% KR W2 i 2871, b A RE 1354 °, Al BR ", #IE #uE !
IRIG RRAR V2 (CBROK - EANE, PARESEER - N A, THRATR - AEMEREE, K- 1)

YP12 AR A b=F A MEZEIC K D RESEC AT 2 IV V72 RDC I g sT
Structural Analysis with RDC induced by host-guest chemistry
Ol B, W KR!, g K0, il J9se, Jmgg —te, W B (CHKRBET,
PERRE, A HTRBESE, MRS S S A 4, °CREST)

YP13  Nonlinear sampling & 3D MaxEnt & FH\ 721w 72 4D NOESY & A HME O Gk
Application of nonlinear sampling and 3D MaxEnt processing to 4D NOESY experiments
OE FE&, ma gh b2, 91 M !, =& EML, Daniel Nietlispach®, Markus Waelchli?,
PeterGuentert’, Brian O. Smith®, Fti§ [&! (' E#EKEE T, ‘Institute of Biophysical Chemistry, J. W.
Goethe-University Frankfurt, *Department of chemistry, University of Cambridge, * 7 /L5 —/3A 4 A &
>, “Division of Biochemistry and Molecular Biology, University of Glasgow)

YP14 A /¥ b=V VIRER AT Nanodisc & Ve & 2 /X 7 B — RRfETAR AR R bt
Phosphoinositide incorporated Nanodisc:A tool for studying protein-membrane interactions

o CEA Y NME BRI 2, R SE Y, MR BTR O BUI B %, e &2 (HJEKRR

B EREIE A, AR A IR IE D)

17:10~18:00

Ex AT IEA. EH F—

YP15  WAET 2 Y CORERRIEOME & HEREIC 1T D% HE

The role of C-terminal residues of calmodulin on its structure and function

O ZR', U T2 HE df° KA ' (JEREeim R, 2 4ER)



YPI16

YP17

YPI8

YP19

R SR U & LT KL KesA DT —T 1 v 7 B O 1E L) - RO AT
Structural basis underlying the dual gate properties of KcsA
O4JF BEEh Y, K% Ef, M 1E!, |BE —JkY (B, *BIRC/AIST)

NMR A &> T~ Ez WEBERES b= R TE{EETT b7 A —4 Tim40 &
FAD i &R L R% S Exrvl O R EAEFfEMT

NMR spin-label analysis on the interactions between an oxidative translocator Tim40 and a FAD-linked
sulthydryl oxidase Erv1 in yeast mitochondria

O k!, Er |, FR ERF, @i bEd ! (4R

¥ U AT =1 E  ESP1— A RAH B AR O & AW A HOmT 78

Structural study of interactions between mouse pheromone ESP1 and ESP1 receptor

O H ', ok Hfe !, g e, 13y R0 Bl —3k 0, BUR Fopk %, SRR ZEB
QPN SR N =S R WNE )

HA G| =2 7 7 7 2 —SHARP/SMRT G 1 D BURKH B K O & AT
Structural studies on the transcriptional corepressor complex SHARP/SMRT and its preparation

O=th 97, OHE M, =& EH (FHKH)

18:10~

HABBESABESTEBRAR (401 SHX)



%2HB 1 A16H (X) /Day2 (Nov. 16, Tue.)
¥EE+t v 3 > | English session

9:30~10:35
Chairperson: Hideo Akutsu

L6 Application of sulfobetaines to solution NMR of proteins and peptides
OKaori Wakamatsu', Haimei Wangl, Kazuki Igarashil, Ayumi Kamiya', Masahiko Takahashi', Fukuei
Tezuka', Long Xiang', Takeshi Ishii', Kazuo Hosoda', Nobukazu Nameki', Kenji Sugase’ (‘Grad. Sch.
Eng., Gunma Univ., “Suntory Inst. Bioorg. Res.)

L7 Invited Lecture 1
Allosteric Control of Environmental Sensors
OKevin Gardner (Departments of Biochemistry and Pharmacology, University of Texas Southwestern
Medical Center, Dallas, TX USA)

10:35~10:50 Break / K&

10:50~12:20
Chairperson: Fuyuhiko Inagaki

LS8 Structure of RNA aptamer:prion protein complex and sliding of A3G on DNA
Ayako Furukawa', Tsukasa Mashima', Ryo Iwaoka', Takafumi Koshida', Takashi Nagataz, Ryo Morishita®,
Akihide Ry04, Akifumi Takaori’, Fumiko Nishikawa®, Satoshi Nishikawa®, OMasato Katahira' ('Inst,
Advanced Energy, Kyoto Univ., 2Nanobio., Yokohama City Univ., 3CellFree Sci., *Grad. Sch. Med.,
Yokohama City Univ., 3Grad. Sch. Med., Kyoto Univ., 6AIST)

L9 STRUCTURE AND FUNCTION OF THE N-TERMINAL NUCLEOLIN BINDING
DOMAINOF NUCLEAR VALOCINE CONTAINING PROTEIN LIKE 2 (NVL2)
Yoshie Fujiwaral, Ken-ichiro Fujiwaraz, Natsuko Goda', Naokonaya3, Takeshi Tenno', Masahiro
Shirakawa’, OHidekazu Hiroaki' ('Grad.Sc.Med., Kobe Univ., *Shionogi Co Ltd., *Grad.Sch.Eng., Kyoto
Univ.)

L10 Invited Lecture 2
NMR-based structural analysis of (large) protein complexes in solution
Tobias Madl'?, Bernd Simon’, Frank Gabel?, Cameron D. Mackereth®’, Michael Nilges(’, OMichael
Sattler'? (lHelmholtz Zentrum Miinchen, Neuherberg, Germany; 2TU Miinchen, Garching, Germany
’EMBL, Heidelberg, Germany; ‘Institut de Biologie Structurale, Grenoble, France; *Institut Européen de
Chimie & Biologie (IECB), Pessac, France; ®Institut Pasteur, Paris, France)

12:20~13:50 Lunch/ B&
(1220~13:40 #HFBBRLHFEER (401 REE))

13:50~14:40
Chairperson: Kiyonori Takegoshi

L1l High Field, High Sensitivity Solid-State NMR at 14T by Dynamic Nuclear Polarization
(DNP)
OYoh Matsuki', Hiroki Takahashi', Keisuke Ueda', Toshitaka Idehara?, Isamu Ogawaz, Shinji Nakamura®,
Mitsuru Toda®, Takahiro Anai’, Hideo Akutsu', Toshimichi Fujiwara' (' Institute for Protein Research,
Osaka University, “Research Center for Development of Far-Infrared Region, University of Fukui, *JEOL)



L12 Detection of photo-intermediates in retinal proteins by in-situ photo-irradiated solid-state
NMR
OAkira Naito, Yuya Tomonagal, Tetsurou Hidaka', Izutu Kawamura', Takudo Nishio!, Kazuhiro Ohsawa',
Akimari Wada?, Yuki Sudo®, Naoki Kamo* (lGrad. Sch. Eng. Yokohama Natl Uniyv, 2Kobe Pharm. Univ.,
3Grad. Sch. Sci. Nagaya Univ. ‘Dept. Pharm. Matsuyama Univ.)

14:40~15:20
Chairperson: Takehiko Terao

L13 Honorary Lecture
NMR and MRI in Chemistry and Biomedical Physics & Engineering:My Research Profile of 43
Years in University

(OHideaki Fujiwara (Department of Medical Physics and Engineering, Division of Health Sciences,
Graduate School of Medicine, Osaka Universit)

15:25~15:35 Break / {KE8

15:35~16:00
Chairperson: Yutaka Ito

L14 Protein structural determination using orientation induced TROSY shift changes
OShin-ichi Tate (Grad. Sch. Sci., Hiroshima Univ.)

16:00~16:40
Chairperson: Yoshifumi Nishimura

LI15 Invited Lecture 3
Structure determination of the helical 7-transmembrane receptor sensory rhodopsin
ODaniel Nietlispach, Antoine Gautier, John P. Kirkpatrick, Helen R. Mott, Mark J. Bostock (Department
of Biochemistry, University of Cambridge)

16:40~18:00
Chairperson: Masatsune Kainosho

L16 Invited Lecture 4
Probing cancer cell signaling by NMR: structure, interaction, and kinetics of the small GTPase cycle
Christopher B. Marshall, Mohammad Mazhab-Jafari, David Meiri, Geneviéve M.C. Gasmi-Seabrook,
Jason Ho, Robert Rottapel, Vuk Stambolic, and OMitsu Ikura (Division of Signaling Biology, Ontario
Cancer Institute and Department of Medical Biophysics, University of Toronto)

L17 Invited Lecture 5
Chemical shifts and dipolar couplings: how can they help?
Justin Lorieau, Nick Fitzkee, Alex Grishaev, John Louis, Yang Shen, and OAd Bax (Laboratory of
Chemical Physics, NIDDK, NIH)

18:00~20:30
Banquet / ZRE £ (Tower Hall 2F #kiR)



¥ 3HB8H 11 A178 ()K) /Day 3 (Nov. 17, Wed.)
BXEt v 3> [ Japanese session

9:30~10:45
ER "m E—-
L18 Automated protein structure determinations from minimal sets of spectra using FLYA

L19

L20

Oy $kfm b2, i Besk®, dt JIE, =& B Rk F& !, F2EH IE1E >, Peter Guentert?
("HHBARHET., *Goethe-University Frankfurt ZE##) B, * HHEHISAIZE & > & —, "4 K& AEY
s —)

o7 - R FVE ORSE AT I8 U 72 L FALIR 7 ~rikds L ONETE DB %
Development of labeling strategies and pulse sequences suitable for structural analyses of large proteins
Oy 1B V2, @i KPP, WBM —3K "', Gerhard Wagner’ (' FEFRHF « /A A AT ¢ F LI #
WoEt o #—, 2= "= NRE, HikdiRbe - AT/, HOKBEEK)

TRy BSENT 7 7 7' 2 GLOVE
Processing relaxation dispersion data with a new software GLOVE
O WA #iiR 12, Jonathan C. Lansing?, Peter E. Wright®> (!> k U —Z4=F7%fF, *The Scripps Res. Inst.)

10:45~11:00 {KE8 / Break

11:00~12:15

ER

L21

L22

L23

WE RE

KB T 4 7 0 A UREREET AT TF RO T A RGBT 5 [E R NMR & T
Structural analysis of synthetic model peptides from crystalline domain of Bombyx mori silk fibroin using
solid state NMR

Ok &, /NIl i, 8 #EE RTRT)

FAT7 T T BEATHRY 74 2 RS OF & NMR 78
Solid state NMR study on thioflavin T-bound polyglutamine local structure
Ol 5", AfIF Jofd !, iy gIe?, JE b T (RORBESE, *BAF SSBC)

MREZ 7 MR 0 FRFHEAER O E K NMR 4T

Solid-State NMR Studies on Molecular Interactions in Lipid Rafts

Ofasr B8, A e, gk 2%, §il E, 2 85—, Mg 2, Ka @, AE EE
ONTE)

12:15~13:15 B#& /Lunch

13:15~14:45
RRA—tvLay (FHES)

Poster Session (odd numbers)

14:45~16:00
EE Rk &
L24 NMR OfF 5 & HeF

NMR signal and noise
OFrigE ¥wET5EE (P RRER)





