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Multi-dimensional NMR spectroscopy of proteins in living human cells
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Structure of proteins in live cells is changing dynamically via interactions with
other proteins and/or biological molecules. Such structural changes are often
closely related to cellular events. Therefore, direct structural analysis of proteins
in living cells provides clues to understanding protein functions. Here, we report a
new methodology for acquiring multi-dimensional NMR spectra of proteins inside
human-derived cultured cells, which enables a direct assessment of protein

structure inside the cells.
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