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2£1HEH 11A4H(CXN).”Day 1 (Nov. 4, Tue)

9:00 ~ 9:10
HeOR¥E HE & (BFBHEIERFSSR)
Opening remarks: Akira Naito (President of the Nuclear Magnetic Resonance Society of Japan)

—figEE1 [£15 - MOK—JL]
9:10 ~ 9:50 ER #tE A

9:10 ~ 9:30
L1-1 Dynamic nuclear polarisation enhanced solid-state NMR spectroscopy and
magnetic resonance force microscopy for structural biology

OHiroki Takahashi”? Brad Moores', Romana Schirhagl’, Daniel Lee?, Jean-Pierre Simorre?,
Michel Bardet?, Sabine Hediger?, Gaél De Paépe” and Christian Degen' (*Department of Physics,
ETH Zurich, Switzerland, “Laboratoire de Chimie Inorganique et Biologique, CEA Grenoble,
France, *Institut de Biologie Structurale, France)

9:30 ~ 9:50

L1-2  ZUEBRETEWE O DRF50T « BfEe “Xe A L7z 1R FARZ Puzxar—k
LR A A=Y VT
Single particle analysis of porous functional materials: '*Xe single particle spectroscopy and
imaging utilizing hyperpolarized gas

OmEE 3£01Y, 44 ZE*, RE AT, AN HE' CRIOKRERYER B RFFER
PRUBRAER I TR, RO AR I BT SR

9:50 ~ 10:00 A& /Break

—fgEEE2 (S5 - MOK—JL]
10:00 ~ 11:00 FER : FH &

10:00 ~ 10:20

L1-3 NA B REG DT D77 A F I 7 Al & ARG 50T/ 4 Z~DIEH
Molecular dynamics of 7-conjugated polymers and application to bioinspired signal
processing devices

O WA Mkt F—ER B Wb R¥F HERL EE B RE BE Kk 1D
SR IR AR MRS Hb HAt CEE RS REEE B2, JJEOL RESONANCE
Inc., *WE - MEFZEHRE, A RBOREE S RHERT280T)



10:20 ~ 10:40

L1-4 A ZE OV 7 A & IR Y A a4V 2R 5 e NMR/MRI 092 3]
High resolution NMR/MRI using a high T, bulk superconducting magnet with a higher-
order shim coil

OFXH KHEM2S, Eill Bk’ W l’ﬁ e NﬁfT e ”’“(&ﬁ%ﬁ%f&c e
PER AT RE FE T - BT AR, EIZK%WI%‘EEQL‘%EUEJT CCEALERRRET, () A &
7 MR SERFZERT)

10:40 ~ 11:00
L1-5 SR NMR &2 B\ 722250 MY F- 7 2 DR KR Ok 3 b

Local structure at defect in lithium overstoichiometric LiCoQ, as studied by *“Li solid-state NMR

O E =M, BE %32 /J\IJJ S PP EIUERY R A, A ERE AR
s CRUEROR S BEE AR, PR SARAERE B A, P RUHORSE e A - BRsg
ZWr7eRh)

11:00 ~ 12:00 EE& : gk %—
11:00 ~ 11:20
L1-6  ZolRE B CSAME
CSA measurement of multi-component lipid membrane by centerband-only analysis of spin echo

Ol "2, M)l He—"% MH B CRBORE RSB BAERTZER, Rt R dib
i# ERATO)
11:20 ~ 11:40

L1-7 FKAAE Silk A EDAT & V7 + 1 V=123 B¢
NMR study for elucidating Silk II structure of Bombyx mori silk fibroin and its morphology

OBT %%1 BE oHE v 7A vroowA 70 WA R GRS
TERIE5E BE R O HEFERE, P 2 T =V RRE N 7y Y — k)
11:40 ~ 12:00
L1-8 A MAS NMRIZ & 2l Br B2 c o 7 AR BB AL Z BRI 5 » 73 7 G OGRS fRpT

Conformation of seven-helical transmembrane photoreceptor membrane protein as studied
by solid-state MAS NMR

OINfs Wl w4 W& M FeE’ ok B iR & CBREEN R T
W, 2L R

PERD DRI L1 [R5 £EE 2~ Conference Room 2]
10:00 ~ 12:00
15 B 7 22 5 VAR 3% 234 < NMR Bl o Ji B
The expansion of NMR spectroscopy by elaborated stable isotope labeling
ER:TA 1B B/A FF
10:00 ~ 10:05 BSHVED:TTA 18

BER TR 8 (ERETEamRRR)
10:05 ~ 10:17
SLI-1  Fiphs deiihe 2 o 7B o s BTk & 2 DIs Bl

A method to prepare labeled proteins using suspension cultured plant cells and some examples
of its application

ORA EE QLESEmB AR RARERE F /=T ) 7V Tr s /ay -2y s —)



10:17 ~ 10:29

SL1-2  AFWVTROSYEIZ X BIE Y V3 7 ORI A B = X 2 OB
Functional mechanism of membrane proteins revealed by methyl TROSY

OXiE Ef' 40 B N\ BH —3k CHEGIRSERFER HERER, P
M ARt BIEE5TF 71 7 7 A4 VIfgEt » ¥ —)

10:29 ~ 10:41

SL1-3 H¥EES 32 B o NMREHTIZINT 2B R BLR O H

Utilization of yeast expression systems for stable isotope-assisted NMR analysis of difficult
proteins

Omfts %KY, KR EHEE PR B WA EXR, R B B R s
SRR AR R IR, NS FEEE R v v~ 7 A, PR ATRZERT Al
EOT-TOT7 74 IR Yy —, THREUREE R HAERIEIER

10:41 ~ 10:53

SL1-4  RENMVAAEEED DMLY ¥ 8 7 B AR ROL R
Improvement of cell-free protein synthesis system for the stable isotope-labeling
Offi MES? Al (RS2 BH =0 AN B> (KR H BRSNS IEIF5ERT.
PHALSAIRZERT A ) N— 3 3 Ve vy — CHMLSARRZERT Ay AT AFE L Y 4 —, YHUR
THERFRFERE AL LE07e R

10:53 ~ 11:05

SL1-5  WHFLMINEIC X % %5 R AR R O LBl 3~ D F H
Applications of stable isotope labeling by mammalian cells to antibody therapeutics

OBE  atl (hy SRR ST AREE)
11:05 ~ 11:10 1A% /Break

ER:E/A FF (BHEXHE)
11:10 ~ 11:22
SL1-6 RO MIAFZICL B 7 4 IS T I BRI Rk
Noise-tolerant amino-acid selective stable isotope labeling with error detection system

OFW B /N ArE"2 Ml MY AN BRI CEALERTRET A AT A0
Fet v s —, PHALKEE WILA T 4 AV - RN s HERE, CEULSERIERT 4 ) RN— 3 Vi
Ty s —, YRB HERRA S O QAT PR LR RERE A TR

11:22 ~ 11:34
SLI-7  RE&EAEANOBRREABA OB
OJMs  RRER CRBOR: &H HF7ERT)

11:34 ~ 11:46
SL1-8  #/EWE X UHIM N A A+ < ZA~OREfE - i NMR @A

Microbial and plant biomass analysis by solid and solution-NMR
O%lt # LE3 (VHALSARZERT BRERE A SE L v & — | PR R R A Ay SRR
i ¥ IRV YN o Rl = e v )



11:46 ~ 11:58

SL1-9 5 37 NMR QR A~NDIS A« #rB MRI K O in-cell NMR i
Stable isotope-assisted NMR in living systems: novel MRI and in-cell NMR techniques
& EA EE fEE O RAT W AR 44 #E° By B ORK BT
W W0, T Y I B OR SN CEHEE R RERE TmseRh, 2506
REFER e BT R B, PHEALERREr,  SUEOR SR SE b AR W = L
FALEHI, SRR EWREseR, RIS B AV F-EEE ey 4 —, T
HRFRKEF R THEW5ERE M3 T

11:58 ~12:00 fEE: B/ A *F
12:10 ~ 12:40 HARBSEEBF LSS /Meeting of the NMR Society of Japan [£15 : MO & —JU]

12:50 ~ 13:40 2£&/Lunch
< >F a >+ 75— /Luncheon Seminar [£35 : MO —JL]

<#x =+t JEOL RESONANCE >
AR 2 NMR 218 [NMR spectrometer ZETA |
— MR R S PR O NMR 2GR & - Bk 7 o —7 —
Wig i (V) a—Tay - ~—F774 v 7E)
1340 ~ 15:10 RXa—tv>a> (BHES, EF KR 2—HEE)
5 Poster Session (even numbers) including poster presentations for
Young Scientists Poster Awards

15:20 ~ 16:40 KX H—E 7L E 21— /Poster Awards Preview

[A£15 : MO —JL Room A : MO Hall]

15:20 ~ 15:30

P8 MAP ¥+ —¥p38a DA b L R ¥ 7 F M &R DR
Structural basis for the stress signal transduction via MAP kinase p38a
Offizk #H=' N E? B8 5R° IBH —3Rk* (JBIC RIRRAMLFAAMITsE 4,
PREEPAMTR AR AIEES T 707 7 4 ) v UWge R vy —, PRI RSE A R gE
B PERURE R SRR

15:30 ~ 15:40

P10 AT ligase ribozyme DG4k B> NMR fi##t
NMR analysis of the catalytic site in an artificial ligase ribozyme

OR® !, BA K@ I #d? ok H—' (TELERE 2EILKE)

15:40 ~ 15:50

P12 2 FF AUIHED ¥ o8y kAL B
Folding destabilization of a protein by ubiquitylation
OFAK KE' wryyry xTyvs' Hil SES BH 32A4°% 8 kEd b B
¥ KRS BH O ERET LB OB kil RS AW AR, A% EETY R OZAY
A N RN E—TR MMS HERESS, W RS A B (AR KRR T
FHFgeRt, PARBMEAY v b — e A WA R IR, KRB LR R
A A BB R E IR RE, AR I N R AR A e AR ) P A s v T a Y s b, P
PR RFRE b RSB ATIeR, o RS R R SRRl "7 AT Bk A B LA 5E i
Hfyy AT Lget v 4 —, SARE T NSRS AR A IR AT A R gE s, iR
SRR A ERFETERE, RS Eb BEEge R, U RURE RS KB R AT ge R
PRBRAR AR BE A A bR BT SR



15:50 ~ 16:00
P58 KIFFONMRSF A F 3 7 2381 % G 72) 55T L OROMEAE B 0858

NMR dynamics analysis of water molecules for studying interaction between polymer and
water molecule

Ofesr fRE, A& M BN RE, /L3y — Kuvyq A’ K& HE, #8
TR CZILEdrt v & —, PR TRFRER L9, *2a—a— 2 WuR%Ey 7140
Ly VR, TR R LEMIER

16:00 ~ 16:10

P76 TN = b—HF—2Hniz7 a7 1 =T HRRA RS EE T 5 IMRIBIE
An fMRI study of allodynic pain evoked by green laser stimuli
O H#', Hk HE, P& B, K — SR BN, EE HEEL FROZH
(CREAR KRB AR A Fe 8B R e fy A A — VY 7, 270l — - N F A U A
HT7TTV = a v

16:10 ~ 16:20

P90 727 Fv M= MG X ARGV ORI 7 F VIR Sk
Supporting for assignment of unknown metabolites signals by graph and network theory
OffiE WHE®, /M Thin“? ghE  Hed'? z5m Zh>> (%ﬁﬂ%?ﬁﬁﬁiﬁ?% At EF
SREgeRE, CHNATEE NBALS I IERT BEDEIREI e v 4 —, PO AT B AL 7R
N A< AT 7075 L, "SRR RS & A i se k)

16:20 ~ 16:30

P96 IV ot & O 7 AR R R R BH 58 0 72 8 O NMR A 3 f# AT
NMR structure analysis of S.c.7icini silk fibroin for tissue engineering
O FHHI', A &2 F RIE® Bk d' #a et (BT RS RSEE T4
B, MREHRFET =27 b T v 2RSS, RV EIRIIZERT, U LSRR T
ZRFE SRR

[B£15 : 2% 2 Room B : Conference Room 2]

15:20 ~ 15:30

P48 H—HMad7- ) OFEE Y ¥ 37 B o5 T HEHIN O 720 O 5¢ & [E R NMREDO B %
Quantitative solid-state NMR method for counting the number of a protein molecule in a cell
OWW sk, TN SCF, R el ORBRORS: BEEERT)

15:30 ~ 15:40

P52 In situ YIRS A NMRIC X 2065255t~ — B & > 237 % sensory rhodopsin I
WAL 7000 BSOS AL O fF AT
Color-discriminating photocycle of sensory rhodopsin I as revealed by iz situ photo
irradiation solid-state NMR

OEF 68, WHE 8, Aok W', A& @l IR W e E&ES RHE
WREES, ZEIE MERC, PR S CRRBEEIZOREEREERE TR, PR SRR, CRILRERAE
Be BE sk S Ae A 7e Rt

15:40 ~ 15:50
P54 FKAHOMMEAL B8 & A DA Lo B 7812 B3 2 NMR 58

NMR studies on structure of Bombyx mori silk fibroin after spinning and development of
silk for biomaterial.

O e, K =W, BT B, &AK W' AnneS. Uldch’, #i& ' ('
R TLRFRAARE TR, 20— b A0V — 2K L)



15:50 ~ 16:00

P60 W5 75 ABEWBNT & B T LM RO T, %I 7 554 10T
The T, relaxation distribution of rubber materials estimated by the inverse Laplace transform
Ot Fa!, BT BT KE B, &F wE' CPifg ks s, PR T
RERFBE THMgeRE, TR T 7eE)

16:00 ~ 16:10

P64 KRR T TOPSSTMASIZ X BT+ Y ¥ H 4 hDF5E
A natural abundance *S STMAS NMR study of ettringite

Offi%x &K MW+, Stephen Wimperis (JL[E 7" 5 2 I — K ksekR)

16:10 ~ 16:20
P66 BANMRIZE % F v & Fa v a ko ARG BFEO7E

Solid-state NMR on solid-state reaction process of quinhydrone

OFHE  WF—RR, BrH 2, M VB GURRSERS b BAEmisERt)

16:20 ~ 16:30
P68 PR ILE I X 5 Cs DR+ ¥ — MO A& 2R B fEAT

Solid-state analysis on behavior of adsorption of Cs in clays
OFh #', k?ﬁ I AR OBWEL MO = K 2% K 8P (TRERERY
e T2emfzedt, WE - MR SerEE)

16:30 ~ 16:40

P78 7CB/n-heptane )&/ #MIC BT 5 n-heptane DB E ¥4 F I 7 R

Orientation and dynamics of #z-heptane in 7CB/#-heptane system

ORetr HF, KE BRI, JHH A, KB Jol (&TUCERFBE BARATFER)

[C£15 : &%= 3 Room C : Conference Room 3]

15:20 ~ 15:30

P40 Tk S BC I diobs K 2 I 72 BURS i NMR &
Single-crystal NMR measurement by using magnetically oriented microcrystal array
ORE FEHFTF, AME A, KA BF K EBA GUERRFRERE BYIeR)

15:30 ~ 15:40

P42 TR C T PR i iR &2 T 722 1 o — 2 o0 B i NMIR AT
Single-crystal NMR study of C chemical shift tensor of cellobiose via magnetically oriented
microcrystal array

Of TRL AME B R B R EAL MO B=E Ok 2P BE R
7k #° CRUBRERAE RS BAATIZeRE, 2WE - PR SERER,)

15:40 ~ 15:50

P44 ~ A4 7 aFE R NMRIZ X 250 O~ 4 7 vl iis L ORI EAS5 o
Analysis of high temperature and fast heating processes of liquid crystalline molecules by
microwave irradiation NMR spectroscopy

Ol fHFE! AN =1 I WY ek oR?, Wl & CEREER R KRR T,
PR TSR



15:50 ~ 16:00

P46 Measurement of proton chemical shift anisotropy tensors using symmetry-based
radio-frequency pulse sequences and ultrafast MAS solid-state NMR spectroscopy

(OManoj Kumar Pandey’, Michal Malon"? and Yusuke Nishiyama®? (\CLST NMR Facility,
RIKEN, *JEOL RESONANCE Inc.)

16:00 ~ 16:10

P86 RS DNPAIR Y I 2 L—3 3 Vil
Fast calculation of solid-state DNP effectiveness under magic-angle spinning
OB %, I fol, R B ORBORS: & ERIZEAT)

16:10 ~ 16:20
P88 BEEBICE D CSEDONMR ARY FVIETCHS O

To improve accuracy reconstructed the NMR spectrum with the compressed sensing
using the exponential window

OWH HBLY, R =D Ed IETS ® SEmE I FiE CHniERb RS L
#, kR 44 JEOL RESONANCE)

16:20 ~ 16:30
P92 N T T 7 Wikds & Arduino Due # W77 # )V MRI ¥ A 7 2 DFi%E

Development of a digital MRI system using general purpose digital units and board
computers “Arduino Due”

Ot EA, kH KM, FH B2, Bl B IR B B 7ER)

16:30 ~ 16:40

P94 TAXEY FAE Y ZHOWIZAEARNY v 4 0t v v v ZEM OB
Nanoscale gyroscope for measurements of cellular dynamics iz vivo using diamond spins
OAER HEX', HHE FEE, &2 WE>S 4 EE, R AL HR O EH
M OERE® Al B2 CRHECRF RS TR, PRy W — ek s > A 7 A4
ML S RHEEAIREAERE < &%)

17:30 ~ HARHEIHARYS R8s - IF#HES - YHEES FHS
(235 BHEE (A2 a e - 1F)]
18:00 ~ 21:00 BHAKHMIHBF= FHES - AR S - HEES

(BETRESNLIFRRDMFEOLEN DY ¥, T2, FAFZIHTFRAR
MDY L7Z2VH & $£9)



%2HB 11A5H0GK).“Day 2 (Nov. 5, Wed) English lectures

—fi%s%78 3 [Room : Conference Room 2 &&= 2]

9:00 ~ 10:00 Chairperson: Toshio Yamazaki

9:00 ~ 9:20

L2-1 Sulfur-33 NMR of organic solids
OKazuhiko Yamada', Daisuke Aoki’, Kentaro Kitagawa®, Hiromitsu Sogawa®, Masato
Takahashi®, and Toshikazu Takata® (*Science Research Center, Kochi University, “Department of

Organic and Polymeric Materials, Tokyo Institute of Technology, *Graduate School of Integrated
Arts and Sciences, Kochi University, * Center for Life Science Technologies, RIKEN)

9:20 ~ 9:40
L2-2 Proton decoupling and recoupling under double-nutation irradiation

OKazuyuki Takeda', Asato Wakisaka', K. Takegoshi' ('Division of Chemistry, Graduate School
of Science, Kyoto University)

9:40 ~ 10:00
L2-3 Studies of minute quantities of surface-bound molecules using 2D
heteronuclear correlation spectroscopy under 100 kHz MAS

OYusuke Nishiyama" %, Takeshi Kobayashi’, Michal Manon"? Igor L. Slowing®*, and Marek
Pruski®* (JEOL RESONANCE Inc., ? RIKEN CLST NMR facility, °U.S. DOE Ames Laboratory,
*Department of Chemistry, lowa State University)

10:00 ~ 11:00 Chairperson: Tetsuo Asakura

10:00 ~ 10:20

L2-4 Imaging mice with using vertical superconducting magnets for NMR
OTomoyuki Haishi (MRTechnology, Inc., Tsukuba, Ibaraki, JAPAN)

10:20 ~ 10:40

L2-5 Water flow in mantle cavity of bivalves analyzed by 7 T NMR microimaging
OYoshiteru Seo', Eriko Seo?, Masataka Murakami®, Kazue Ohishi*, Tadashi Maruyama*
("Dokkyo Medical University School of Medicine, “Atmosphere and Ocean Research Institute,

University of Tokyo, *National Institute for Physiological Sciences, ‘Institute of Biogeosciences,
Japan Agency for Marine-Earth Science and Technology)

10:40 ~ 11:00
L2-6 Characterization of elusive electronic sate of ferrous high-spin (S = 2) heme
in deoxy myoglobin

Liyang Xu', Ryu Nishimura', Tomokazu Shibata', O Yasuhiko Yamamoto', Akihiro Suzuki?
and Saburo Neya® (*Graduate School of Pure and Applied Sciences, University of Tsukuba,
*Department of Materials Engineering, Nagaoka National College of Technology, *Graduate
School of Pharmaceutical Sciences, Chiba University)



Open Symposium 2 [Room : MO Hall ~ MO 7k —JV]

9:00 ~ 11:00

“in situ structural biology” opened up by in-cell NMR

In-cell NMR 23] 0 411 < [in situ kx5 AWy 2
Chairpersons: Masahiro Shirakawa, Yutaka Ito, Takanori Kigawa
9:00 ~ 9:20
SL2-1  Protein dynamics in crowded environment

(OTakanori Kigawa"? (‘"RIKEN Quantitative Biology Center, RIKEN Innovation Center)

9:20 ~ 9:40
SL2-2  In situ structural biology by NMR
OYutaka Ito"? (*Department of Chemistry, Tokyo Metropolitan University, “CREST/JST)

9:40 ~ 10:00
SL2-3  Cell biology by optically detected magnetic resonance (ODMR) spectroscopy

Ryuji Igarashi', Yuta Kumiya"?, Takuma Sugi®, Shingo Sotoma', Kazuhiro Ikeda’, Hitoshi
Sumiya®, Hidehito Tochio', Yohsuke Yoshinari*®, Yoshie Harada®, O Masahiro Shirakawa'
(*Graduate School of Engineering, Kyoto University, “Institute for Integrated Cell-Material
Sciences, Kyoto University, *JST, PRESTO, *Advanced Materials R&D Laboratories, Sumitomo
Electric Industries, Ltd., ’JEOL 1td.)

10:00 ~ 10:30
SL2-4  In-cell thermodynamics-curvatures and transient interactions

(OJens Danielsson (Department of Biochemistry and Biophysics, Stockholm University,
Sweden)

10:30 ~ 11:00
SL2-5  In-cell NMR spectroscopy of larger proteins and complexes

Robert Hinsel!, Laura M. Luh’, Sina Reckel', Ivan Corbeski’, Frank Lohr!, Lukas Trantirek®
and O Volker Détsch! (Institute of Biophysical Chemistry, University of Frankfurt, Frankfurt,
Germany, “Central European Institute of Technology, Masaryk University, Brno, Czech
Republic)

11:00~11:10 Break/ A&

Invited Lecture [Room : MO Hall ,~ MO &k —Ju]

11:10 ~ 11:45 Chairperson: Yoh Matsuki
IL1 Recent advances in nanoscale MRI
O Christian Degen (Department of Physics, ETH Zurich, Zurich, Switzerland)

11:45 ~ 12:20 Chairperson: Michio Murata
IL2 Solid-state NMR for investigating membrane-curvature induction by viral proteins

Hongwei Yao, Tuo Wang, Byungsu Kwon, and O Mei Hong (Department of Chemistry, MIT,
Cambridge, MA, USA)



12:30 ~ 13:20 Lunch/B&
Luncheon Seminar/ 7> F 3 >+ 37— [Room : MO Hall / MO & —JL]

< Agilent Technologies Japan, Ltd. >
“Agilent total solution for protein structural analysis”

Session 1

Structural analysis of protein by HPLC-coupled mass spectrometry,
improvement of sensitivity and reproducibility

Hiroyuki Fukuda

Session 2

Multidimensional NMR data processing software Vnmr]J,
integrated nmrPipe environment

Junichi Kurita

Session 3

X-ray Crystallography @ own lab, novel iz situ X-ray screening,

bullet structure analysis and ultra-high resolution structure elucidation
Takashi Sato

Honorary Lecture
13:30 ~ 14:05 Chairperson: Gohta Kawai
HL1 NMR structural biology on transcription factors and chromatin-related proteins
O Yoshifumi Nishimura (Graduate School of Medical Life Science, Yokohama City University)

14:05 ~ 14:40 Chairperson: Yutaka Ito
HL2 Analytical and biotechnological applications of NMR

OEi-ichiro Suzuki (Japan Biological Informatics Consortium Research Institute; Graduate
School of Agricultural and Life Sciences, University of Tokyo; Graduate School of Medical Life
Science, Yokohama City University)

14:40 ~ 14:55 Break/{k&

Invited Lecture

14:55 ~ 15:30 Chairperson: Ichio Shimada

IL3 Substrate- and ligand-modulated conformational dynamics of membrane
solute carriers revealed by NMR

Sven Brueschweiler!, Qin Yang', Marcelo J. Berardi!, and O James J. Chou',* (*Harvard
University Medical School, Boston, USA, *National Center for Protein Science, Shanghai, China)

15:30 ~ 16:05 Chairperson: Yoshichika Yoshioka
14 Magnetic resonance imaging in real time

OJens Frahm (Biomedizinische NMR Forschungs GmbH am Max-Planck-Institut fiier
biophysikalische Chemie, Goettingen, Germany)

16:05 ~ 16:20 Break/{f&



Invited Lecture

16:20 ~ 16:55 Chairperson: Kiyonori Takegoshi

IL5 Metabolism and microarchitecture from advanced 'H and “C NMR
spectroscopy and imaging

Noam Shemesh!, Jens T. Rosenberg?, Jean-Nicolas Dumez', Avigdor Leftin', Tangi Roussel’, Rita
Schmidt', Hadassa Degani', Samuel C. Grant® and O Lucio Frydman"? ("Weizmann Institute,
Rehovot, Israel, 2National High Magnetic Field Lab, Tallahassee, Florida, USA)

16:55 ~ 17:30 Chairperson: Akira Naito
IL6 Solid state NMR of disease-associated proteins: methods and results

Marvin Bayro, Jun-Xia Lu, Eric Moore, Dylan Murray, Alexey Potapov, Kent Thurber, Wai-Ming
Yau, and O Robert Tycko (Laboratory of Chemical Physics, National Institute of Diabetes and
Digestive and Kidney Diseases, National Institutes of Health, Bethesda, Maryland, USA)

17:30 ~ 18:30 Break & Transfer by Chartered Bus or Monorail / A& - &)

18:30 ~ 20:30 Banquet [Place: Hotel Hankyu Expo Park]
BHS (215 RTIVRAIF ZXR/IN—7]



#3688 1186H(K). Day 3 (Nov. 6, Thu)

—fgiEE4 (&5 : MOK—JU]
9:00 ~ 10:00 [ER :#@Ef =HE
9:00 ~ 9:20
L3-1 Error analysis of NMR parameters in equilibrium systems
ORieko Ishima (Department of Structural Biology, University of Pittsburgh School of Medicine)

9:20 ~ 9:40

L3-2 RIRZENE 1 FVE DB RS 72 NMR AT
Features of intrinsically disordered proteins monitored by NMR
R¥F f&—', BT BE&HEE, KE #£ WF e, #Eil wS mE ek Off
TA CERCERORS: SAEE, PHULER SRR A A7 A f%EE v 7 —)

9:40 ~ 10:00

L3-3 TR S0 | A AR &2 S5 8% & 9 2 2 Rl R s G- 0 I 7 O BE R 78 BLES B
Entropy-driven dynamic multidrug recognition by multidrug transcriptional repressor
O fE8' BHE  —k° (MR AISEsT7a 7 740 v 7ifset v ¥ —, P
TRFRERE e AW 7eE)

10:00 ~ 11:00 EERK : KAfxZ BHF
10:00 ~ 10:20
L3-4 rENA VZEA - MRATIBINE -7 1 > - B A ORE 3E 2 Y R IRAT

Structural analyses of the interaction between the chemokine receptor and the cytosolic
regulator FROUNT

sk Tk 25 R BN EE BEFR R W Ak mLS WHE ok
WeOEE fRzt K ESS, RH SRS IBH R R MR SFR EP (R
ARREFREFBE EGRHERITERE, P RGORPERF BT B ARIER, UM R B T 2e T,
LB RE BT, PR RN AR

10:20 ~ 10:40

L3-5 NMR & SAXSIZ L BV F KA AL V7 Vo387 G OR & IRBT
NMR and SAXS studies on multi-domain protein

NEE R, &Y TV Bk & O=F 1EB (BEARFREORSAR BT A1 7eR)

10:40 ~ 11:00
L3-6 ARV R R A R v b7 — 2 hZdh 5 His ® “tug-of-war” (#51%) 12k %
Rl 22 P2

The structural stability of the catalytic site of human Pinl is mediated by the balance of
the “tug-of-war” in the hydrogen bond network

OWiR m#&k', # 7% Ef E° @l EH B B ORRR® BRNsa< T -
TATEAF I AOBBIIGEILN, *IERRFE KT BT



AEBD DRI L3 [S5  KEE 2 Conference Room 2]
9:00 ~ 11:00
NMR & 7 #+ >~
NMR and Prion

ER:EH —X

9:00 ~ 9:10

SL3-1  F%74 v Z7NMRIZX B 5 37 B0 /-5 O#ELOBII
Evolution of protein conformation observed by the ‘Kinetic NMR’
OFH —R"hmn £ CBRRFRFR SRR RIERIIER, 2R RFRFER B
FARWEGEER)

9:10 ~ 9:35

SL3-2 7V F VEHEDENT Y/ RE 2 — VIREORREF ) T3 — Bk & ORHE
Identification of the molten globule state of prion protein and its relevance to f-rich oligomer
conversion

OA&H &' W £-—2 FHE —R2° (RS RERESR, R RFRFR EEE
REFIGHIGERL, IR RER EERTERL R4 750 0F)

9:35 ~ 10:00

SL3-3  Sup35 RAZE#HIMRDOT I v A FHEES IR O
Local compact structure in an intrinsically disordered protein Sup35-NM determines
amyloid conformation

OKME #hizer"2 o 58° s MR bR EIR° R —Y Hd JoH® (K
TR RS BAEES, PEALERGERT MBS AT o & —, PEALAER TERT A S s A
T — &, R A RIS SERL)

10:00 ~ 10:25
SL3-4  ANKZNGEHE—-HNVAZIVEFE Coe) B NMR OFNC X 22RO 38U 58

Application of carbonyl-carbonyl correlation NMR experiments with ultra-high resolution for
resonance assignments of disordered proteins

O#F#  #—"? Natalia Kulminskaya"?, Frans Mulder"? (‘Interdisciplinary Nanoscience Center,
Aarhus University, Denmark, “Department of Chemistry, Aarhus University, Denmark)

10:25 ~ 10:50

SL3-5 PRFEANMRETEMIZEAE M ANVY b=ZBIFET I af FREHERZ R & BB RE o fEIH
Amyloid fibril formation and inhibition mechanism of human calcitonin as studied by
solid state NMR and TEM

OME &', OHE Q) O2h ! E¥ (AB) 29:% Namsrai Javkhlantugs', ¥t 1E&°
Mo e IR Y b BE® FRE B BH —3! CHERE KRR LA
? I EL 3 R AR AR A R, PR EL 3Ok R T AR v v —)

10:50 ~11:00 AX > b ®EE thIZ



—i%58ES5 [£35 : MO —JL : English lecture]

11:10 ~12:10 ER I\ E%R

11:10 ~ 11:30

L3-7 53U MEBRITE V8 T W8 2 97 B IR model-free AT I DB 5
Development of an extended model-free analysis for macromolecular crowding environment
OmF Y, MR Wk il b2 R Wt # OR° 72427 <47t
HE OEEY, RN BEAYSC CEALERIET fr s AT AWFgek v v —, PEALSERERT A4
T v AT LR IE IS, CELSERI ST M ERG  TREERIEE, 3 v v MR,
CHLEEISE T R AR A SE RS, CHLEIGET 1 ) N— Y a Ve v v —)

11:30 ~ 11:50
[3-8 i (BomAERE) OZICHET 2WHAEROWHHZ SMRT 28 LwillE ko b s

Development of new methods to compensate distortion of quantitation caused by

difference in molecular weight (transverse relaxation time)

i o R i ST (297N I £ & B 9 | I 3~ L/ 37 B =1 R @) s o 1 o N G 1
KEF L)V F —HTRER, PHALEMIET iy s A 7 aWF%et > & —, P ik ke: AT
g, RHEHATIRELEHE CREST)

11:50 ~ 12:10

L3-9 Theoretical calculation of "H/"C NMR shifts indicative of salt bridge between
methylated Lys and CO, group of Asp or Glu residues in proteins

Jakub Sebera!, Yoshikazu Hattori?, Yoshiyuki, Tanaka®, Chojiro Kojima®, and O Vladimir
Sychrovsky' (‘Institute of Organic Chemistry and Biochemistry, Academy of Sciences of
the Czech Republic, *Institute of Protein Research, Osaka University, *Graduate School of
Pharmaceutical Sciences, Tohoku University)

12:20 ~ 13:10 &£ /Lunch
< > F 3>+ 37— /Luncheon Seminar [£15 : MO &k —JU]
<NMRE£HZTZ v b7+ —L>
NMRFZED o 2542 2 32 4t5 2 NMR IV 75 v b 7 4 — & L BF NMR it i O #34r
AN Bl (FRAL2AFZERT)

BEETH K O NMR g6 H o4 : 950 MHz LC-NMR & 900 MHz [l & NMR
VAR 3530 (B KA R A e ar e~ JE R

RBOR 8 FVERFFERT NMR Wiz 12 305 2 3 HGH & B850

JRIG  RREE OB 22 VR8T

1310 ~14:40 KRE—tv > ar (HHES)
| Poster Session (odd numbers)

—fREEE6 [£15 KRBT 2

14:50 ~ 15:30 EER : UK HE

14:50 ~ 15:10

L3-10  "C selective HMBC #:(2 & 2SO ARRE S & 74 F 3 7 22T B %%
Study on 3D structure and dynamics of glycans using “°C selective HMBC

OfgE W, ik el B 2T #b REEE, D S5 (B LaEbrE SR R o
WFEF — &, TR LML 7 —)




15:10 ~ 15:30

[3-11  °N/"Hg NMRHHEIC L B K|EAL72F 3 v -F 3 VHSEt ol e
B L OET IR
Structure determination and electronic structure of Hg"-mediated T-T base-pair in DNA
duplex with *N/*Hg NMR spectroscopy
O fFs' K& ®E', SR 877 WA 2> A &° B FHIE° Viadimir
Sychrovsky®, BB J&kEE? (Hb KSR SEEMERr, 2 RBORS: &EAEMZER, M5l
K& TES, HALEREZERT, GRS A, CF  aRET T )

15:30 ~ 16:10 EER : KB tiE
15:30 ~ 15:50
L3-12  Z%T U - KIAFRICEB T 2 KOBREAENBLIS
Magnetic relaxation of water protons in fumed silica/water coexisting system
O &, B B, bk B2 R HE® s Rt O RSk TR, 2 H

BIAS FLTAAED)

15:50 ~ 16:10

13-13 —FEPsFE ) FEE L GIPAW B2 L2 F7 AR BA I AD
NMR 785 A — % O E

NMR parameter estimation of lithium borate glass by combining ab initio molecular
dynamics and GIPAW calculation

OXgE #=iE!, & #Z L 77 (TP TEUeRl, *EEN aTroe)

RAFR DRI I L4 [R5 MOK—IL, MO Hall]

14:50 ~ 16:50
NMR D i % A L 72 AR R~ DI
NMR applications to biological systems

ER:IBH —X, & XE

14:50 ~ 15:14

SL3-6 ¥ UV EORHIANF—IRBEZEN E LA
High-energy conformations of proteins as a new target of structural biology
Odulst z&, dbI BI—HB (AR SRR

15:14 ~ 15:38
SL3-7  Fu ¥ FF—EONMRHANIT 72584+ ZBRARBF T 2 ¥ FF — EOIEHLRHE
Development of the method for production of the isotope labeled tyrosine kinase, and

its application to NMR analysis of the interaction between kinase domains required for
activation of the receptor tyrosine kinase

OB it RiidE &2 CREARKS KSR A RHEEas, 2duims KK be Jodnd:
R ERE)

15:38 ~ 16:02

SL3-8  SAIL#:ZFH L7727 v 87 B S ¥ o NMRAFZE
NMR study on protein dynamics by the SAIL method
OmMH BLY HEERE EEY? (Al RAFIESAeR Wik Emamset v ¥ —, "HEkS
B B ORIESEER)



16:02 ~ 16:26

SL3-9  AMIENOEGBIR 2 BT % in-cell NMR %D B 5 & It H
A bioreactor for NMR observation of biological events inside living cells
OWH fE, IBH —k OREKFERFRE EER/05ER)

16:26 ~ 16:50
SL3-10 Dissecting oncogenic RAS signaling by NMR

Smith Mathew J., Mazhab-Jafari Mohammad, Feng Zhenhao, Marshall Christopher B., Ot &
tZ (Princess Margaret Cancer Centre, University of Toronto)

16:50 ~ 17:00

Henk¥E BE 858 (E53ENMRERSHEARR)

Closing Remarks: Toshimichi Fujiwara (Organizer of the 53rd Annual Meeting of the Nuclear
Magnetic Resonance Society of Japan)



